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Abstract  
 
The Mediterranean box jellyfish has presumably become more common in Maltese 
nearshore waters over recent years, where it tends to aggregate in nutrient-rich waters such 
as those within yacht marinas and ports. Despite a small umbrella size of just about 3cm, it 
inflicts particularly painful stings which may in certain individuals be associated with allergic 
reactions. Despite this, very little research has been conducted locally to date to support 
possible management actions for the same gelatinous species. 
 
The main aim of this project is to identify the factors associated with the increase in 
numbers (blooms) of Carybdea in our waters. For this purpose, monitoring of the individual 
abundance of the species is being carried out every two weeks within a number of known 
hotspots for the species, and abiotic factors (wind, relative humidity, temperature, cloud 
cover, air pressure, dissolved oxygen, salinity, chlorophyll, nitrates and solar irradiation) are 
being monitored regularly over a period stretching between October 2014 and July 2015. In 
vitro experiments to document the development of Carybdea from the egg stage to that of   
primary polyps were also undertaken. 
  
This study is also unique in that it involves the genetic characterisation of different Carybdea 
marsupialis population through analysis of the CO1 region of the mitochondria of the same 
species. Besides the samples collected from Maltese waters, samples of Carybdea 
provided by collaborating labs based in Spain (both Mediterranean and Atlantic waters), 
Tunisia and Italy are also being analysed. Standard DNA extraction techniques for Cnidaria, 
such as that described by Ender and Schierwater (2003), were optimised and implemented. 
The expected molecular products, which are approximately between 650bp-700bp in length, 
are in the process of being sequenced and the resulting data will be analysed using 
standard statistical programmes. A final model showing the interaction between the various 
biotic and abiotic factors influencing Carybdea individual abundances will be designed and 
proposed.  
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